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SUMMARYZHTML v.8 (rev. 1.3), Copyright 1996-2000
Molecular Biotechnology, Univ. of Washington, J.Eng/J.Yates
Licansed to Finnigan Corp.. A Division of ThermoQuest Corp.
11/01/04, 01:45 PM, Dhdatabase\nr.fasta, AVG/AVG

Database type = Feptide

Start_scan=1156; End_scan=1501; Precursor_mass_tol =1.40; Group_scan_tol =1; Min_group_count =2;
Min_lon_count =35; Low_mass_limit =300.00; High_mass_limit =4000.00; Use_charge_state =0; Subsequence =[];
peptide_tol=1.0000; Fragment_lon_Tol=0.0000; B_lon=Yes, Y_ion="Yeas

©=1568.1398 Enzyme: Trypsin (2)

w  File® MassA® Xcorr® DelCn™ Sp RSp lons Reference® MW Saquence®

1813.0 (-0.5) 1.8813 0.050 3089.4 13 12/ 30 gI4P076790|gb|AATASG601.1] +2 15068 R.IEADAVLIEQNGEVRR.WV

1 Oct13-BsAZ45, 118011862

2 Oct13-BeA245.1228.1237.2 1306.5 (-0.8) 3.2155 0.140 732.0 1 14/ 20 gi|30794280|reflINP_B51335.1| +3 69305 K HLVDEPCONLIK.Q

3 Oct13-BsA245.1312.1315.2 1014.3 (-0.6) 1.2841 0.004 172.3 315 B/ 16 54423023481 |refl|ZP_00062716.15 484890 R.TKIAVKLLK.D

4 Oct13-BsAZ45 1318 1330.2 1479.7 (-0.3) 2.3255 0.044 S08.5 24 12/ 24 gi|2az215791|refl|NP_713272.1| 71439 RUFNSGFKGHSEKK.T
5 Oct13-BsAZ245.1333.1501.1 S532.6 (-0.3) 0.3617 0.124 5.1 568 2/ 6 gil42572195|reflINP_974188.1] 19842 K. HNYV .-

1. gi|30794280|ref|NP_B851335.1] 10.5 (1,0,0.0,0) {2 }

2. gi24215791 ref|NP_713272. 1] 10.2 (1,0,0,0,0) { 4 }

3. gil49076790|gb|AATASNE01,1] 10.1 (1.0,0,0,0) { 1}

4. gil42572195|rel|NP_874188.1] 10.1 (1,0,0,0,0) { 5}

5. 54423023481 |ref|ZP_00062716.15 10.1 (1,0.0,0,0) { 2 }

6. gil 15595876 |rel|NP_249370.1] 10.0 (1,.0,0,0.0) { 1}

7. gil228552|pr]|7549204 10.0 (1,0,0,0,0) { 2 }

8. gi|32040681 |ref|ZP_00138264.1] 10.0 (1,0.0,0,0) { 1}

9. 5441351907 |sp|POZ7E9ALBU_BOVIN 10.0 (1,0,0.0.0) {2}

10. gi|113582[ap|P14639|ALBU_SHEEF 10.0 (1,0,0.0,0) {2}

11, 544263247 48|dbj|BAC26128.153unnamed 8.0 (0,1,0,0,0) {: 1}
12. gi|18043536|gb|AAH19604.1] 8.0 (0.1,0.0,0){: 1}

13. i|32412158|ref|XP_326559.1] 8.0 (0,1,00,0){: 5}

14, 54421668613|A22163C01831G153immunoglobulre 8.0 (0,1.0,0,0) {: 1}
15. 544101857 |pir||A38314 8.0 (0,1.0,0,0){: 5}

> fasia, 13075 fMNP_B51335.1|
peptide(s)=HLVDEPQNLIK DAFLGSFIYEYSR

Analyzing .

>gi| 30T H4280|rafl|NFP_B51335 1| albumin [Bos taurus] (2190337 lemb|CAAL 1735 1] serum alb in [Bos taurus] (D AATEBAT 1| bovine serum albumin [Bos taurus]
[DZIIOTTEgHIAANTTAZA, 1] serum albumin [Bos taurus)]

MIKWVTFISLL LLESSAYSRG VFRROTHKSE IAHRFKDLGE EHFKGLVLIA FSQYLGQCPF DEHVKLVNEL TEFAKTCVAD ESHAGCEKSL HTLFGDELCK VASLRETYGD MADCCEKQEP
ERNECFLSHK DDSPDLPELEK PDPNTLCDEF KADEKKFWGK YLYEIARRHP YFYAPELLYY ANKYNGVFOE CCOAEDKGAC LLPKIETMRE KVLT: LRCA

RLSGKFPKAE FVEVTELVYTD LTKVHKECCH GDLLECADDR ADLAKYICDN QDTISSKLKE CCDKPLLEKS HCIAEVEKDA IPENLPPLTA DFAEDKDVCK NYQEAKDAFL GSFLYEYSRR
HPEYAVSVLL RLAKEYEATL EECCAKDDPH ACYSTVFDKL KHLVDEPOQNL IKQNCDOFEK LGEYGFOQNAL IVRYTRKVPQ VETPTLVEVS RSLGKVGTRC CTKPESERMP CTEDYLSLIL
NRLCVLHEKT PYSEKVTHKCC TESLVNRRPC FSALTPDETY VPFKAFDEKLF TFHADICTLP DTEKQIKKOT ALVELLKHKP KATEEQLKTV MENFVAFVDK CCAADDHEAC FAVEGPHLWVY
STATALA

average mass = 69305

position sequence (NCBI BLAST link)

402- 412 HLVDEPGMLIK
77?7 DAFLGSFIYEYSR

Protein Coverage: 11/607 = 1.8% by amino acid count, 1287/69305 = 1.9% by mass
Search SWISS-PROT with gi|30794280/ref|NP_851335 1| via accession, descr/1D, or full text fleld.

Done.
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LoD 3 PRERI B RS AR 2002/02/20
2. Aebersold R, Goodlett DR. Mass Spectrometry in proteomics. 2001; Chem

Rev. 101, 269-296.
3. HF M F o EES i (R ! Principles of instrumental analysis) » 57145 >

Flﬁl:[,r 3?35& [ FIJ » 2003 -
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